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compomics-utilities

RRID:SCR_012073
Type: Tool

Proper Citation

compomics-utilities (RRID:SCR_012073)

Resource Information

URL: https://code.google.com/p/compomics-utilities/

Proper Citation: compomics-utilities (RRID:SCR_012073)

Description: A software library containing code shared by many research projects,
amongst others containing panels for visualizing spectra and chromatograms and objects
for representing peptides and proteins etc. This library can be of use to other research
groups doing computational proteomics.

Resource Type: software resource

Defining Citation: PMID:21385435

Keywords: standalone software, java, bio.tools
Availability: Apache License, v2

Resource Name: compomics-utilities

Resource ID: SCR_012073

Alternate IDs: OMICS_04545, biotools:compomics-utilities
Alternate URLSs: https://bio.tools/compomics-utilities
Record Creation Time: 20220129T080308+0000

Record Last Update: 20260725T190728+0000

Ratings and Alerts
No rating or validation information has been found for compomics-utilities.

No alerts have been found for compomics-utilities.



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_012073/resolver
https://code.google.com/p/compomics-utilities/
https://pubmed.ncbi.nlm.nih.gov/21385435

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 5 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .

Zananiri R, et al. (2022) Auxiliary ATP binding sites support DNA unwinding by RecBCD.
Nature communications, 13(1), 1806.

Rossouw SC, et al. (2021) Evaluation of Protein Purification Techniques and Effects of
Storage Duration on LC-MS/MS Analysis of Archived FFPE Human CRC Tissues.
Pathology oncology research : POR, 27, 622855.

Berger C, et al. (2020) Matrix decoded - A pancreatic extracellular matrix with organ
specific cues guiding human iPSC differentiation. Biomaterials, 244, 119766.

Uranga CC, et al. (2017) Novel proteins from proteomic analysis of the trunk disease
fungus Lasiodiplodia theobromae (Botryosphaeriaceae). Biochimie open, 4, 88.

Daughenbaugh KF, et al. (2015) Honey Bee Infecting Lake Sinai Viruses. Viruses, 7(6),
3285.
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