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RASP

RRID:SCR_012062
Type: Tool

Proper Citation

RASP (RRID:SCR_012062)

Resource Information

URL.: http://sourceforge.net/projects/raspnmr/

Proper Citation: RASP (RRID:SCR_012062)

Description: Software that uses structure-based chemical shift predictions to solve the
backbone resonance assignment problem in protein NMR spectroscopy.

Resource Type: software resource

Defining Citation: PMID:24445369

Keywords: standalone software, python
Resource Name: RASP

Resource ID: SCR_012062

Alternate IDs: OMICS 03392

Record Creation Time: 20220129T080308+0000

Record Last Update: 20260725T190730+0000

Ratings and Alerts
No rating or validation information has been found for RASP.

No alerts have been found for RASP.

Data and Source Information

Source: SciCrunch Registry



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_012062/resolver
http://sourceforge.net/projects/raspnmr/
https://pubmed.ncbi.nlm.nih.gov/24445369
https://scicrunch.org/nidm-terms/rin/sources/SCR_005400

Usage and Citation Metrics
We found 323 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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Jamshed S, et al. (2025) Elucidating time divergence and biogeography of Euonymus
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Zhu ZX, et al. (2025) Discovery of an ancient Himalayan birch mouse lineage illuminates
the evolution of the family Sicistidae (Rodentia: Dipodoidea), with descriptions of a new
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Liu S, et al. (2025) Assisting and accelerating NMR assignment with restrained structure
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freshwater fishes (Nemacheilidae) across Eurasia since early Eocene. eLife, 13.
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Gingerich IK, et al. (2025) Randomized Spatial PCA (RASP): A computationally efficient
method for dimensionality reduction of high-resolution spatial transcriptomics data. PLoS
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journal, 15(3), 1635.

Ochoa-Zavala M, et al. (2025) Mitochondrial DNA patterns describe the evolutionary
history of the bonnethead shark Sphyrna tiburo (Linneus 1758) complex in the western
Atlantic Ocean. Journal of fish biology, 106(2), 403.
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baumannii bloodstream isolates in China. Nature communications, 16(1), 3536.
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communications, 16(1), 8648.
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phylogenetic and biogeographic analysis. American journal of botany, 112(9), e70092.




