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Proper Citation

Scramble (RRID:SCR_012036)

Resource Information

URL: http://sourceforge.net/projects/staden/

Proper Citation: Scramble (RRID:SCR_012036)

Description: A C software implementation of SAM, BAM and CRAM file I/O.

Resource Type: software resource

Defining Citation: PMID:24930138

Keywords: standalone software, c, c++, fortran

Availability: BSD License

Resource Name: Scramble

Resource ID: SCR_012036

Alternate IDs: OMICS_04662

Record Creation Time: 20220129T080308+0000

Record Last Update: 20260725T190729+0000

Ratings and Alerts

No rating or validation information has been found for Scramble.

No alerts have been found for Scramble.

Data and Source Information

Source: SciCrunch Registry

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_012036/resolver
http://sourceforge.net/projects/staden/
https://pubmed.ncbi.nlm.nih.gov/24930138
https://scicrunch.org/nidm-terms/rin/sources/SCR_005400


Usage and Citation Metrics

We found 21 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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Guo F, et al. (2024) Evolutionary engineering of Saccharomyces cerevisiae: Crafting a
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18(9), e0279214.
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Montero-Calle A, et al. (2023) In-depth quantitative proteomics analysis revealed
C1GALT1 depletion in ECC-1 cells mimics an aggressive endometrial cancer phenotype
observed in cancer patients with low C1GALT1 expression. Cellular oncology (Dordrecht),
46(3), 697.
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outcomes by GCE-SCRaMbLE. Nature communications, 13(1), 5836.

Luo Z, et al. (2021) Compacting a synthetic yeast chromosome arm. Genome biology,
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molecular sciences, 22(2).
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SCRaMbLEd Synthetic Saccharomyces cerevisiae Strains. Microorganisms, 8(12).
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Wang J, et al. (2018) Ring synthetic chromosome V SCRaMbLE. Nature communications,
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Jia B, et al. (2018) Precise control of SCRaMbLE in synthetic haploid and diploid yeast.
Nature communications, 9(1), 1933.

Blount BA, et al. (2018) Rapid host strain improvement by in vivo rearrangement of a
synthetic yeast chromosome. Nature communications, 9(1), 1932.


