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IDBA-UD

RRID:SCR_011912
Type: Tool

Proper Citation

IDBA-UD (RRID:SCR_011912)

Resource Information

URL.: http://i.cs.hku.hk/~alse/hkubrg/projects/idba_ud/

Proper Citation: IDBA-UD (RRID:SCR_011912)

Description: Software for an iterative De Bruijn Graph De Novo Assembler for Short
Reads Sequencing data with Highly Uneven Sequencing Depth.

Abbreviations: IDBA-UD
Resource Type: software resource

Defining Citation: PMID:22495754, DOI:10.1093/bioinformatics/bts174

Availability: Acknowledgement requested
Resource Name: IDBA-UD

Resource ID: SCR_011912

Alternate IDs: OMICS 01423

Alternate URLSs: https://sources.debian.org/src/idba/
Record Creation Time: 20220129T080307+0000

Record Last Update: 20260808T190002+0000

Ratings and Alerts
No rating or validation information has been found for IDBA-UD.

No alerts have been found for IDBA-UD.

Data and Source Information


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_011912/resolver
http://i.cs.hku.hk/~alse/hkubrg/projects/idba_ud/
https://pubmed.ncbi.nlm.nih.gov/22495754
https://dx.doi.org/10.1093/bioinformatics/bts174

Source: SciCrunch Registry

Usage and Citation Metrics
We found 524 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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Prosthesis Biofilms: Exploratory Findings from a Pilot Study. Pathogens (Basel,
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Gangloff V, et al. (2026) Microbial Biofilms Dynamics and Functionality in an Urban
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bioRxiv : the preprint server for biology.
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science and biotechnology, 17(1).

Liu Y, et al. (2026) Metavirome Analysis of Viruses Carried by Dairy Cows in Shaanxi,
Gansu and Ningxia, China. Animals : an open access journal from MDPI, 16(12).
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(Ovis aries) microbiome. Animal microbiome, 8(1), 10.

Wang SJ, et al. (2026) Mitogenome characteristics of two Tetragonula stingless bees
(Hymenoptera: Apidae) from Hainan, China. Journal of insect science (Online), 26(3).
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