Resource Summary Report

Generated by nidm-terms on Jul 28, 2026

AlienTrimmer

RRID:SCR_011835
Type: Tool

Proper Citation

AlienTrimmer (RRID:SCR_011835)

Resource Information

URL.: http://ftp://ftp.pasteur.fr/pub/gensoft/projects/AlienTrimmer/

Proper Citation: AlienTrimmer (RRID:SCR_011835)

Description: Allows detecting and removing multiple alien sequences in both ends of
seguence reads.

Abbreviations: AlienTrimmer
Resource Type: software resource

Defining Citation: PMID:23912058

Keywords: bio.tools

Availability: Free

Resource Name: AlienTrimmer

Resource ID: SCR_011835

Alternate IDs: biotools:alientrimmer, OMICS 01082
Alternate URLSs: https://bio.tools/alientrimmer
Record Creation Time: 20220129T080307+0000

Record Last Update: 20260725T190721+0000

Ratings and Alerts
No rating or validation information has been found for AlienTrimmer.

No alerts have been found for AlienTrimmer.



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_011835/resolver
http://ftp://ftp.pasteur.fr/pub/gensoft/projects/AlienTrimmer/
https://pubmed.ncbi.nlm.nih.gov/23912058

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 68 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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Suspene R, et al. (2025) Disruption of deoxyribonucleotide triphosphate biosynthesis
leads to RAS proto-oncogene activation and perturbation of mitochondrial metabolism.
The Journal of biological chemistry, 301(2), 108117.

Plaza Onate F, et al. (2025) Assessment of protocols for characterization of the human
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sublineage 453 with two novel resistance genomic islands. Microbial genomics, 9(1).
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Increases the Abundance of Parabacteroides distasonis in the Human Gut. Molecular
nutrition & food research, 66(11), €2101091.
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