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Proper Citation

Max Planck Institute of Biochemistry; Martinsried; Germany (RRID:SCR_011380)

Resource Information

URL: http://www.biochem.mpg.de/en/index.html

Proper Citation: Max Planck Institute of Biochemistry; Martinsried; Germany
(RRID:SCR_011380)

Description: Proteins are the molecular building blocks and engines of the cell, and are
involved in almost all processes of life. The scientists at the Max Planck Institute of
Biochemistry (MPIB) investigate the structure of proteins and how they function from
individual molecules up to whole organisms. With about 850 employees coming from 45
nations, the MPIB is one of the largest institutes within the Max Planck Society. In
currently seven departments and about 25 research groups, scientists contribute to the
newest findings in the areas of biochemistry, cell biology, structural biology, biophysics
and molecular science. They are supported by several scientific, administrative and
technical service facilities.

Abbreviations: MPIB

Synonyms: Max Planck Institute of Biochemistry, MPI of Biochemistry

Resource Type: institution

Resource Name: Max Planck Institute of Biochemistry; Martinsried; Germany

Resource ID: SCR_011380

Alternate IDs: GRID grid.418615.f ISNI 0000 0004 0491 845X Wikidata Q878218,
nlx_97833

Alternate URLs: https://ror.org/04py35477

Record Creation Time: 20220129T080304+0000

Record Last Update: 20260725T190717+0000

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_011380/resolver
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_011380/resolver
http://www.biochem.mpg.de/en/index.html


Ratings and Alerts

No rating or validation information has been found for Max Planck Institute of
Biochemistry; Martinsried; Germany.

No alerts have been found for Max Planck Institute of Biochemistry; Martinsried; Germany.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 7 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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