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Type: Tool

Proper Citation

Los Alamos National Laboratory (RRID:SCR_011349)

Resource Information

URL: http://www.lanl.gov/

Proper Citation: Los Alamos National Laboratory (RRID:SCR_011349)

Description: Los Alamos National Laboratory is a premier national security research
institution, delivering scientific and engineering solutions for the nation''s most crucial and
complex problems. Our primary responsibility is ensuring the safety, security, and
reliability of the nation''s nuclear deterrent. The Los Alamos of today emphasizes worker
safety, effective operational safeguards & security, and environmental stewardship, while
outstanding science remains the foundation of the Laboratory. In addition to supporting the
Lab''s core national security mission, our work advances bioscience, chemistry, computer
science, earth and environmental sciences, materials science, and physics disciplines.

Abbreviations: LANL

Synonyms: Los Alamos

Resource Type: national laboratory

Resource Name: Los Alamos National Laboratory

Resource ID: SCR_011349

Alternate IDs: nlx_71073

Record Creation Time: 20220129T080304+0000

Record Last Update: 20260725T190712+0000

Ratings and Alerts

No rating or validation information has been found for Los Alamos National Laboratory.

No alerts have been found for Los Alamos National Laboratory.

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_011349/resolver
http://www.lanl.gov/


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 24 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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