Resource Summary Report

Generated by nidm-terms on Jul 28, 2026

FreeBayes

RRID:SCR_010761
Type: Tool

Proper Citation

FreeBayes (RRID:SCR_010761)

Resource Information

URL.: https://github.com/ekg/freebayes

Proper Citation: FreeBayes (RRID:SCR_010761)

Description: A Bayesian genetic variant detector designed to find small polymorphisms,
specifically SNPs, indels, MNPs, and complex events smaller than the length of a short-
read sequencing alignment.

Abbreviations: FreeBayes
Resource Type: software resource

Defining Citation: DOl:arXiv:1207.3907

Keywords: single-nucleotide polymorphism, indel, insertion, deletion, multi-nucleotide
polymorphism, complex event, composite insertion, substitution event, bio.tools

Resource Name: FreeBayes

Resource ID: SCR_010761

Alternate IDs: OMICS_00059, biotools:freebayes

Alternate URLSs: https://bio.tools/freebayes, https://sources.debian.org/src/freebayes/
Record Creation Time: 20220129T080300+0000

Record Last Update: 20260725T190706+0000

Ratings and Alerts
No rating or validation information has been found for FreeBayes.

No alerts have been found for FreeBayes.



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_010761/resolver
https://github.com/ekg/freebayes
https://dx.doi.org/arXiv:1207.3907

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1982 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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