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SRS

RRID:SCR_010736
Type: Tool

Proper Citation

SRS (RRID:SCR_010736)

Resource Information

URL: http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-page+srsg2+-noSession

Proper Citation: SRS (RRID:SCR_010736)

Description: THIS RESOURCE IS NO LONGER IN SERVICE, documented August 29,
2016. The EBI SRS server is a primary gateway to major databases in the field of
molecular biology produced and supported at EBI as well as European public access point
to the MEDLINE database provided by US National Library of Medicine (NLM). Itis a
reference server for latest developments in data and application integration. Features
include: concept of virtual databases, integration of XML databases like the Integrated
Resource of Protein Domains and Functional Sites (InterPro), Gene Ontology (GO),
MEDLINE, Metabolic pathways, etc., user friendly data representation in "Nice views",
SRSQuickSearch bookmarklets. Quick Searches allow users to make a number of
searches without needing to learn how to use SRS in depth. The searches query some of
the common databanks without having to go and select them explicitly and without the
need to understand the SRS Query Forms. Quick Searches can be performed from either
the Start page (when you first open SRS) or the SRS Quick Search page (when you are
already in a project). SRS also has the ability to search for links between your current
results and related information in other databanks. Additionally, it is able to analyze the
results of your search using many bioinformatics analysis tools or applications. This
enables you to seek out further information that may be relevant to your initial search.

Abbreviations: SRS
Synonyms: EBI SRS, EBI SRS server, Sequence Retrieval System

Resource Type: service resource, data analysis service, database, analysis service
resource, production service resource, data or information resource

Defining Citation: PMID:11847095, PMID:12176845, PMID:8435768

Keywords: data set, gold standard



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_010736/resolver
http://srs.ebi.ac.uk/srsbin/cgi-bin/wgetz?-page+srsq2+-noSession
https://pubmed.ncbi.nlm.nih.gov/11847095
https://pubmed.ncbi.nlm.nih.gov/12176845
https://pubmed.ncbi.nlm.nih.gov/8435768

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: SRS

Resource ID: SCR_010736

Alternate IDs: nlx_95251

Record Creation Time: 20220129T080300+0000

Record Last Update: 20260728T043350+0000

Ratings and Alerts

No rating or validation information has been found for SRS.

No alerts have been found for SRS.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .

Pham Y, et al. (2007) A minimal TrpRS catalytic domain supports sense/antisense
ancestry of class | and Il aminoacyl-tRNA synthetases. Molecular cell, 25(6), 851.



https://scicrunch.org/nidm-terms/rin/sources/SCR_005400
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