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linked life data - a semantic data integration platform
for the biomedical domain

RRID:SCR_010642
Type: Tool

Proper Citation

linked life data - a semantic data integration platform for the biomedical domain
(RRID:SCR_010642)

Resource Information

URL: http://linkedlifedata.com/

Proper Citation: linked life data - a semantic data integration platform for the biomedical
domain (RRID:SCR_010642)

Description: A platform for semantic data integration through RDF warehousing and
efficient reasoning that helps to resolve conflicts in the data. Search and explore over 5
billion RDF statements from various sources including UniProt, PubMed, EntrezGene and
20 more... Perform complex SPARQL queries and retrieve more than one billion RDF
resources. One of the major problems that biotechnology and pharmaceutical industries
face today is how to combine data from multiple sources and make their research more
productive. Data integration takes much time and often leads to errors and redundancies
that require more time and resources to resolve. LinkedLifeData is a data warehouse that
syndicates tons of heterogeneous biomedical knowledge in a common data model. The
platform uses an extension of the RDF model that is able to track the provenance of each
individual fact in the repository and thus update the information. Data Sources include:
Disease Ontology, LinkedCT, Reactome, HPRD, DBPedia, UniProt, CellMap, NCBI
Entrez-Gene, UMLS, IMID, MINT, DrugBank, LHGDN, Gene Ontology, HumanCYC,
PubMed, NCI Nature, Human Phenotype Ontology, BioGRID, IntAct, HapMap, Symptom
Ontology, DailyMed, ChEBI, Diseasome, Freebase, SIDER

Synonyms: LinkedLifeData, Linked Life Data
Resource Type: database, data or information resource
Keywords: sparqgl, semantic web, rdf, triple store, biomedical, linked data

Funding: European Union FP 7 IST project LarKC FP7-215535
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Resource Name: linked life data - a semantic data integration platform for the biomedical
domain

Resource ID: SCR_010642
Alternate IDs: nlx_63945
Record Creation Time: 20220129T080259+0000

Record Last Update: 20260725T191158+0000

Ratings and Alerts

No rating or validation information has been found for linked life data - a semantic data
integration platform for the biomedical domain.

No alerts have been found for linked life data - a semantic data integration platform for the
biomedical domain.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 10 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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