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Proper Citation

Bioinformatics Gent (RRID:SCR_010251)

Resource Information

URL: http://bioinformatics.psb.ugent.be/

Proper Citation: Bioinformatics Gent (RRID:SCR_010251)

Description: A University of Ghent center of excellence in the fields of gene prediction
and genome annotation, comparative and evolutionary genomics, and systems biology.
The team is involved in many international genome projects and has a particular interest in
genome evolution and gene and genome duplication events.

Synonyms: Bioinformatics and Evolutionary Genomics group, Bioinformatics and
Systems Biology Group

Resource Type: data or information resource, organization portal, software resource,
software repository, portal

Resource Name: Bioinformatics Gent

Resource ID: SCR_010251

Alternate IDs: nlx_156896

Record Creation Time: 20220129T080257+0000

Record Last Update: 20260729T044244+0000

Ratings and Alerts

No rating or validation information has been found for Bioinformatics Gent.

No alerts have been found for Bioinformatics Gent.

Data and Source Information

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_010251/resolver
http://bioinformatics.psb.ugent.be/


Source: SciCrunch Registry

Usage and Citation Metrics

We found 90 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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Sianturi M, et al. (2025) Transcriptomic-based analysis of endometrial tissues from
adenomyosis patients reveals significant inflammation biomarkers: A bioinformatics study.
International journal of reproductive biomedicine, 23(5), 425.
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secondary brain injury after intracerebral hemorrhage and its enhanced delivery via
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Zhou X, et al. (2024) Investigation of differentially expressed genes related to cellular
senescence between high-risk and non-high-risk groups in neuroblastoma. Frontiers in
cell and developmental biology, 12, 1421673.

Yang F, et al. (2024) Characterization of lipid composition and nutritional quality of yak
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