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DRAMMS

RRID:SCR_009555
Type: Tool

Proper Citation

DRAMMS (RRID:SCR_009555)

Resource Information

URL: http://www.rad.upenn.edu/sbia/software/dramms/

Proper Citation: DRAMMS (RRID:SCR_009555)

Description: A software designed for deformable 2D-to-2D and 3D-to-3D image
registration. Some typical applications of DRAMMS include, ** Cross-subject registration
of the same organ (can be brain, breast, cardiac, etc); ** Mono- and Multi-modality
registration (MRI, CT, histology); Longitudinal registration (pediatric brain growth, cancer
development, etc); ** Registration under partial missing correspondences (small lesions,
tumors, histological cuts). DRAMMS is implemented as a Unix command-line tool. It is
fully automatic and easy to use ? users input two images, and DRAMMS will output the
registered image and deformation. No need for pre-segmentation of any structures, no
need for any prior knowledge, and no need for human initialization or intervention.

Abbreviations: DRAMMS

Synonyms: Deformable Registration via Attribute Matching and Mutual-Saliency
Weighting, DRAMMS: Deformable Registration via Attribute Matching and Mutual-Saliency
Matching

Resource Type: software application, software resource, data processing software,
registration software, image analysis software

Keywords: analyze, computational neuroscience, linux, macos, magnetic resonance, nifti,
posix/unix-like, brain morphometry, general registration, image registration

Availability: BSD License
Resource Name: DRAMMS
Resource ID: SCR_009555

Alternate IDs: nlx_155736



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_009555/resolver
http://www.rad.upenn.edu/sbia/software/dramms/

Alternate URLSs: http://www.nitrc.org/projects/dramms
Record Creation Time: 20220129T080253+0000

Record Last Update: 20260729T044222+0000

Ratings and Alerts
No rating or validation information has been found for DRAMMS.

No alerts have been found for DRAMMS.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 11 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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