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Proper Citation

FAMHAP (RRID:SCR_009070)

Resource Information

URL: http://www.uni-bonn.de/~umt70e/becker.html

Proper Citation: FAMHAP (RRID:SCR_009070)

Description: Software application for haplotype association analysis of unphased
genotype data. It can be used both for population data (case-control) and nuclear family
data. The program is optimized for haplotype frequency estimation with the EM-algorithm
for many markers. FAMHAP provides a method which searches for potential genotyping
errors and several tests for haplotype-based association analysis. Particular emphasis is
on Monte-Carlo simulations, which are necessary in the context of haplotype association,
where asymptotic theory often fails, and in the context of multiple testing problems. (entry
from Genetic Analysis Software)

Abbreviations: FAMHAP

Resource Type: software application, software resource
Keywords: gene, genetic, genomic, ¢, unix, ms-windows, macos
Resource Name: FAMHAP

Resource ID: SCR_009070

Alternate IDs: nix_154064

Record Creation Time: 20220129T080250+0000

Record Last Update: 20260727T040450+0000

Ratings and Alerts
No rating or validation information has been found for FAMHAP.

No alerts have been found for FAMHAP.
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Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 12 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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