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Type: Tool

Proper Citation

Rat Genome Database: Neurological Disease Portal (RRID:SCR_008685)

Resource Information

URL: http://rgd.mcw.edu/rgdCuration/?module=portal&func=show&name=nuro

Proper Citation: Rat Genome Database: Neurological Disease Portal
(RRID:SCR_008685)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on May
12,2023. Portal that provides researchers with easy access to data on rat genes, QTLs,
strain models, biological processes and pathways related to neurological diseases. This
resource also includes dynamic data analysis tools.

Synonyms: RGD Neurological Disease Portal

Resource Type: portal, topical portal, data or information resource

Keywords: gene, analysis, biological, data, database, disease, genome, model,
neurological, neuroscience, pathway, phenotype, qtl, rat, research

Related Condition: Neurological disease

Funding: RGD ;
NINDS

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: Rat Genome Database: Neurological Disease Portal

Resource ID: SCR_008685

Alternate IDs: nif-0000-33773

Alternate URLs: http://rgd.mcw.edu

Record Creation Time: 20220129T080248+0000

Record Last Update: 20260728T043310+0000

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_008685/resolver
http://rgd.mcw.edu/rgdCuration/?module=portal&func=show&name=nuro


Ratings and Alerts

No rating or validation information has been found for Rat Genome Database:
Neurological Disease Portal.

No alerts have been found for Rat Genome Database: Neurological Disease Portal.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 14 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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