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Proper Citation

dCAPS Finder (RRID:SCR_008612)

Resource Information

URL: http://helix.wustl.edu/dcaps/dcaps.html

Proper Citation: dCAPS Finder (RRID:SCR_008612)

Description: A simple program for finding nearly matched primers Sponsor: This material
is based upon work supported by the National Science Foundation under Grant No.
0114726.

Synonyms: dCAPS

Resource Type: software resource

Defining Citation: PMID:12446140

Resource Name: dCAPS Finder

Resource ID: SCR_008612

Alternate IDs: nif-0000-31957

Record Creation Time: 20220129T080248+0000

Record Last Update: 20260725T190649+0000

Ratings and Alerts

No rating or validation information has been found for dCAPS Finder.

No alerts have been found for dCAPS Finder.

Data and Source Information

Source: SciCrunch Registry

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_008612/resolver
http://helix.wustl.edu/dcaps/dcaps.html
https://pubmed.ncbi.nlm.nih.gov/12446140
https://scicrunch.org/nidm-terms/rin/sources/SCR_005400


Usage and Citation Metrics

We found 158 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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Song R, et al. (2025) Unraveling the regulatory network of barley grain metabolism
through the integrative analysis of multiomics and mQTL. Nature communications, 16(1),
5544.
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variation in the MdNADP-ME promoter that regulate fruit malate and fructose contents in
apple. Plant communications, 5(9), 100973.

Yoo SI, et al. (2024) Genome Sequencing of Lentinula edodes Revealed a Genomic
Variant Block Associated with a Thermo-Tolerant Trait in Fruit Body Formation. Journal of
fungi (Basel, Switzerland), 10(9).
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molecular biology, 47(3), e20240062.
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