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Proper Citation

BLAST Similarity Search (RRID:SCR_008419)

Resource Information

URL: http://www.broad.mit.edu/cgi-
bin/annotation/disease_vector/aedes aegypti/blast_page.cqi,
http://www.broadinstitute.org/cgi-
bin/annotation/disease_vector/aedes aegypti/blast_page.cqi

Proper Citation: BLAST Similarity Search (RRID:SCR_008419)

Description: The goals of this sequencing effort are to produce and publicly release a
whole-genome assembly and auto-annotation of the Aedes genome representing 8X
seqguence coverage. In collaboration, these centers have delivered the target 8X draft
coverage of the disease vector genome. Assembly of the genome was performed using
the Broad"s whole genome assembly package ARACHNE (Batzoglou et al., 2002 and
Jaffe et al., 2003). The Aedes genome will be annotated in a collaborative effort involving
both MSCs and Vectorbase, which is a bioinformatics resource center at the University of
Notre Dame. Sponsor: This resource is supported by the National Institute of Allergy and
Infectious Diseases. Keywords: Genome, BLAST, Similarity, Search, Engine, Sequence,
Bioinformatics, Resource,

Synonyms: BLAST

Resource Type: portal, topical portal, data or information resource
Resource Name: BLAST Similarity Search

Resource ID: SCR_008419

Alternate IDs: nif-0000-30152

Record Creation Time: 20220129T080247+0000

Record Last Update: 20260728T043304+0000
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No rating or validation information has been found for BLAST Similarity Search.

No alerts have been found for BLAST Similarity Search.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 10 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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