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Proper Citation

Alizadehlab: MeeboChip and HeeboChip Open Source Project (RRID:SCR_008384)

Resource Information

URL: http://alizadehlab.stanford.edu/

Proper Citation: Alizadehlab: MeeboChip and HeeboChip Open Source Project
(RRID:SCR_008384)

Description: This is an open-source Mouse Exonic Evidence-Based Oligonucleotide Chip
(MEEBOChip), and are in the process of building the human counterpart, HEEBOChip.
The set of 70mers for MEEBOChip is already available from Illumina, Inc., with synthesis
of HEEBOChip 70mers in progress. Both arrays are based on a novel selection of exonic
long-oligonucleotides (70-mers) from a genomic annotation of the corresponding complete
genome sequences, using a transcriptome-based annotation of exon structure for each
genomic locus. Using a combination of existing and custom-tailored tools and datasets
(including millions of mRNA and EST sequences), we built and performed a systematic
examination of transcript-supported exon structure for each genomic locus at the base-
pair level (i.e., exonic evidence). This strategy allowed them to select both constitutive and
in many cases alternative exons for nearly every gene in the corresponding genome (e.g.,
protocadherin locus), allowing an unprecedented exploration of human and mouse
biology. Furthermore, they used experimentally derived data to hone the selection of these
70mers, helping maximize their performance under typical fluorescent labeling and
hybridization conditions. Specifically, they applied and refined the ArrayOligoSelector
algorithm from Joe DeRisis laboratory to select 70mers, considering not only their
uniqueness (i.e., hybridization specificity) within the content of the entire genome, but also
to overcome the known biases of labeling and hybridization methods (e.g., 3-biased
reverse transcription and in vitro transcription reactions).

Synonyms: MeeboChip and HeeboChip

Resource Type: database, data or information resource
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Ratings and Alerts

No rating or validation information has been found for Alizadehlab: MeeboChip and
HeeboChip Open Source Project.

No alerts have been found for Alizadehlab: MeeboChip and HeeboChip Open Source
Project.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 7 mentions in open access literature.
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