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Proper Citation

Washington University Basic Local Alignment Search Tool (RRID:SCR_008285)

Resource Information

URL: http://www.ebi.ac.uk/Tools/blast2/index.html

Proper Citation: Washington University Basic Local Alignment Search Tool
(RRID:SCR_008285)

Description: It is used to compare a novel sequence with those contained in nucleotide
and protein databases by aligning the novel sequence with previously characterized
genes.

Synonyms: WU-BLAST2

Resource Type: software application, software resource, data processing software

Keywords: evolutionary, fragment, function, functional, gene, genetic code, algorithm,
align, alignment, blast, local, novel, nucleotide, pair, protein, region, segment, sensitivity,
sequence, similarity, structure, tool

Resource Name: Washington University Basic Local Alignment Search Tool

Resource ID: SCR_008285

Alternate IDs: nif-0000-23905

Record Creation Time: 20220129T080246+0000

Record Last Update: 20260727T040436+0000

Ratings and Alerts

No rating or validation information has been found for Washington University Basic Local
Alignment Search Tool.

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_008285/resolver
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_008285/resolver
http://www.ebi.ac.uk/Tools/blast2/index.html


No alerts have been found for Washington University Basic Local Alignment Search Tool.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 3631 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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microbiology, 11, 581610.
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162, 1.
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Besrour-Aouam N, et al. (2019) Different Modes of Regulation of the Expression of
Dextransucrase in Leuconostoc lactis AV1n and Lactobacillus sakei MN1. Frontiers in
microbiology, 10, 959.

Zhou L, et al. (2019) The LiaFSR and BsrXRS Systems Contribute to Bile Salt Resistance
in Enterococcus faecium Isolates. Frontiers in microbiology, 10, 1048.

Subramaniam M, et al. (2019) Sigmoidal kinetics define porcine intestinal segregation of
electrogenic monosaccharide transport systems as having multiple transporter population
involvement. Physiological reports, 7(9), e14090.

Pang Q, et al. (2019) The first case of primary hypertrophic osteoarthropathy with soft
tissue giant tumors caused by HPGD loss-of-function mutation. Endocrine connections,
8(6), 736.

Urbarova I, et al. (2019) Ocean acidification at a coastal CO2 vent induces expression of
stress-related transcripts and transposable elements in the sea anemone Anemonia
viridis. PloS one, 14(5), e0210358.
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