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DADA
RRID:SCR_008205
Type: Tool

Proper Citation

DADA (RRID:SCR_008205)

Resource Information

URL: https://sites.google.com/site/dadadenoiser/

Proper Citation: DADA (RRID:SCR_008205)

Description: Infers both the sample genotypes and error parameters that produced a
metagenome data set.

Abbreviations: DADA

Synonyms: Divisive Amplicon Denoising Algorithm

Resource Type: software resource

Defining Citation: PMID:23113967

Resource Name: DADA

Resource ID: SCR_008205

Alternate IDs: OMICS_01117

Record Creation Time: 20220129T080246+0000

Record Last Update: 20260725T190648+0000

Ratings and Alerts

No rating or validation information has been found for DADA.

No alerts have been found for DADA.

Data and Source Information

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_008205/resolver
https://sites.google.com/site/dadadenoiser/
https://pubmed.ncbi.nlm.nih.gov/23113967


Source: SciCrunch Registry

Usage and Citation Metrics

We found 44 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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the longitudinal root axis of Arabidopsis. Cell host & microbe.

Collart L, et al. (2023) The volatilome reveals microcystin concentration, microbial
composition, and oxidative stress in a critical Oregon freshwater lake. mSystems, 8(5),
e0037923.

Hasper J, et al. (2023) Turnover and replication analysis by isotope labeling (TRAIL)
reveals the influence of tissue context on protein and organelle lifetimes. Molecular
systems biology, 19(4), e11393.

Goraj W, et al. (2023) Dynamics of Methane-Consuming Biomes from Wieliczka
Formation: Environmental and Enrichment Studies. Biology, 12(11).

Williams A, et al. (2023) Peeling back the layers of coral holobiont multi-omics data.
iScience, 26(9), 107623.

Meirelles ALS, et al. (2023) Effective and efficient active learning for deep learning-based
tissue image analysis. Bioinformatics (Oxford, England), 39(4).

Steinr??cken P, et al. (2023) A closer look into the microbiome of microalgal cultures.
Frontiers in microbiology, 14, 1108018.

Schulz-Mirbach H, et al. (2022) On the flexibility of the cellular amination network in E coli.
eLife, 11.


