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Proper Citation

Arabidopsis Biological Resource Center (RRID:SCR_008136)

Resource Information

URL: http://www.biosci.ohio-state.edu/~plantbio/Facilities/abrc/abrchome.htm

Proper Citation: Arabidopsis Biological Resource Center (RRID:SCR_008136)

Description: The mission of the Arabidopsis Biological Resource Center (ABRC) is to
acquire, preserve and distribute seed and DNA resources that are useful to the
Arabidopsis research community. More than 100,000 stocks are shipped annually to
researchers in more than 60 countries, and modest fees for stocks are charged. The
ABRC database functions and ordering system are incorporated into The Arabidopsis
Information Resource (TAIR). Researchers can obtain information about Arabidopsis,
perform stock searches, order stocks, and view current and past orders. Sponsors: ABRC
is supported by the National Science Foundation under Grant No. 0542034.

Synonyms: ABRC

Resource Type: data or information resource, database

Keywords: arabidopsis, biological, dna, seed, FASEB list

Resource Name: Arabidopsis Biological Resource Center

Resource ID: SCR_008136

Alternate IDs: nif-0000-20954

Record Creation Time: 20220129T080245+0000

Record Last Update: 20260729T044217+0000

Ratings and Alerts

No rating or validation information has been found for Arabidopsis Biological Resource
Center.

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_008136/resolver
http://www.biosci.ohio-state.edu/~plantbio/Facilities/abrc/abrchome.htm


No alerts have been found for Arabidopsis Biological Resource Center.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 2583 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .

Seluzicki A, et al. (2026) Molecular genetic characterization of CASEIN KINASE 1-LIKE 12
in Arabidopsis. Plant signaling & behavior, 21(1), 2610025.

Liu RX, et al. (2026) MdHMGB15-MdXERICO-MdNRP module mediates salt tolerance of
apple by regulating the expression of salt stress-related genes. Journal of advanced
research, 79, 61.

Kerstens M, et al. (2026) PLETHORAs shape Arabidopsis phyllotaxis through modulation
of patterning robustness and accelerated inflorescence development. The New
phytologist, 249(1), 495.
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Guo Y, et al. (2025) TaWI12 may be involved in pistillody and leaf cracking in wheat. BMC
plant biology, 25(1), 123.

Park SH, et al. (2025) Trichostatin A promotes de novo shoot regeneration from
Arabidopsis root explants via a cytokinin related pathway. Scientific reports, 15(1), 978.

Pang L, et al. (2025) The adaptor protein AP-3?? disassembles heat-induced stress
granules via 19S regulatory particle in Arabidopsis. Nature communications, 16(1), 2039.
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and triacylglycerol in Arabidopsis leaves. Journal of experimental botany, 76(8), 2144.

Candela-Ferre J, et al. (2025) Plant BCL-DOMAIN HOMOLOG proteins play a conserved
role in SWI/SNF complex stability. Proceedings of the National Academy of Sciences of
the United States of America, 122(3), e2413346122.
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Yang Q, et al. (2025) Comparative single-nucleus RNA-seq analysis revealed localized
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calcium signatures to ABA homeostasis for plant osmosensivity. Science advances,
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