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Proper Citation

Ingenuity Pathways Knowledge Base (RRID:SCR_008117)

Resource Information

URL: http://www.ingenuity.com/

Proper Citation: Ingenuity Pathways Knowledge Base (RRID:SCR_008117)

Description: A horizontally and vertically structured database that pulls scientific and
medical information and describes it consistently using the Ingenuity Ontology. The
Knowledge Base pulls information from journals, public molecular content databases, and
textbooks. Data is curated and and integrated into the Knowledge Base .

Synonyms: Ingenuity Knowledge Base
Resource Type: database, data or information resource

Keywords: gene, life science, molecule, protein, research, software, ontology, knowledge
base, FASEB list

Availability: Available to the research community, Commercial
Resource Name: Ingenuity Pathways Knowledge Base
Resource ID: SCR_008117

Alternate IDs: nif-0000-20858

License URLSs: http://www.ingenuity.com/privacy-policy
Record Creation Time: 20220129T080245+0000

Record Last Update: 20260725T191153+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_008117/resolver
http://www.ingenuity.com/

No rating or validation information has been found for Ingenuity Pathways Knowledge
Base.

No alerts have been found for Ingenuity Pathways Knowledge Base.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 4627 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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Jones V, et al. (2025) Gene expression associated with endocrine therapy resistance in
estrogen receptor-positive breast cancer. Scientific reports, 15(1), 7220.
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Blood cancer journal, 15(1), 10.
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