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Resource Information

URL: http://www.cellml.org/

Proper Citation: CellML (RRID:SCR_008061)

Description: The CellML language is an open standard based on the XML markup
language. The purpose of CellML is to store and exchange computer-based mathematical
models. CellML allows scientists to share models even if they are using different model-
building software. It also enables them to reuse components from one model in another,
thus accelerating model building. Although CellML was originally intended for the
description of biological models; CellML includes information about model structure (how
the parts of a model are organizationally related to one another), mathematics (equations
describing the underlying processes) and metadata (additional information about the
model that allows scientists to search for specific models or model components in a
database or other repository). The CellML team is committed to providing freely available
tools for creating, editing, and using CellML models. We provide information regarding
tools we are developing internally and links to external projects developing tools which
utilize the CellML format. Please let us know if you have an open source CellML tool
looking for a home on the internet, as we are able to offer limited hosting services on
cellml.org.

Abbreviations: CellML

Synonyms: CellML project, The CellML Project

Resource Type: interchange format, standard specification, markup language, narrative
resource, data or information resource

Defining Citation: PMID:15142756, PMID:18658182, PMID:19564239, PMID:19380315,
PMID:18579471, PMID:17947072, PMID:17271569

Keywords: biological model, cell, mathematical model, mathematics, metadata, model
structure, model, xml, annotation, mark up language, FASEB list
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Funding: VPH NoE ;
Maurice Wilkins Centre for Molecular Biodiscovery ;
International Union of Physiological Sciences: Physiome Project ;
aneurIST ;
NZIMA ;
Foundation for Research Science and Technology ;
Wellcome Trust

Availability: The CellML project is built by an open, Democratic community on an Open
unspecified license / free ethic.

Resource Name: CellML

Resource ID: SCR_008061

Alternate IDs: nif-0000-10448

Record Creation Time: 20220129T080245+0000

Record Last Update: 20260728T043258+0000

Ratings and Alerts

No rating or validation information has been found for CellML.

No alerts have been found for CellML.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 146 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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