Resource Summary Report

Generated by nidm-terms on Jul 30, 2026

Straininfo.net Bioportal

RRID:SCR_007948
Type: Tool

Proper Citation

Straininfo.net Bioportal (RRID:SCR_007948)

Resource Information

URL: http://www.StrainInfo.net

Proper Citation: Straininfo.net Bioportal (RRID:SCR_007948)

Description: Straininfo.net connects users with information resources on different strains
and taxa of microorganisms. The Straininfo.net bioportal was established to stimulate
movement towards the use of multi-perspective integrated information in a broadened
biological and clinical context. It brings together the biological material kept at multiple
biological resource centers into a single portal interface, with direct pointers to the relevant
information at the collections™" websites, and provides both historical traces and
geographic distribution of the strains they keep in culture. In addition, this information is
automatically linked to related sequences in the public domain and refers to all known
scientific publications that deal with the organism. To support taxonomic depth of the
information provided by the Straininfo.net bioportal, all taxonomic names appearing in the
bioportal are fully integrated with and linked out to key taxonomic information sources.
Predefined workflows allow further integration of additional information sources into the
bioportal, resulting in direct access to all organisms involved in completed or ongoing
whole-genome sequencing projects. As the bioportal further unfolds itself as a helpful add-
on to the microbiologists" toolbox, we hope to gather around it a growing community of
users that might become active contributors to both its content and implementation.

Synonyms: Straininfo.net
Resource Type: data or information resource, database

Keywords: microbe, microorganism genetics, microorganism genome, microorganisms,
microorganism strain

Resource Name: Straininfo.net Bioportal
Resource ID: SCR_007948

Alternate IDs: nif-0000-03500
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Ratings and Alerts
No rating or validation information has been found for Straininfo.net Bioportal.

No alerts have been found for Straininfo.net Bioportal.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 19 mentions in open access literature.
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