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miRGator

RRID:SCR_007793
Type: Tool

Proper Citation

miRGator (RRID:SCR_007793)

Resource Information

URL: http://mirgator.kobic.re.kr/

Proper Citation: miRGator (RRID:SCR_007793)

Description: Database of compiled, public, deep sequencing miRNA data and several
novel tools to facilitate exploration of massive data. The miR-seq browser supports users
to examine short read alignment with the secondary structure and read count information
available in concurrent windows. Features such as sequence editing, sorting, ordering,
import and export of user data are of great utility for studying iso-miRs, miRNA editing and

Coexpression analysis of miRNA and target mRNAs, based on miRNA-seq and RNA-seq
data from the same sample, is visualized in the heat-map and network views where users
can investigate the inverse correlation of gene expression and target relations, compiled
from various databases of predicted and validated targets.

Abbreviations: miRGator
Synonyms: miRGator: an integrated system for functional annotation of microRNAs
Resource Type: data or information resource, database

Defining Citation: PMID:23193297, PMID:21062822, PMID:17942429

Keywords: genome, functional annotation, microrna, expression profile, mir-seq, mirna-
mrna target relation, expression correlation, FASEB list

Funding: Korean Rural Development Administration 20070401034010;
Korean Ministry of Science and Technology ;
Ministry of Education and Human Resources Development

Resource Name: miRGator

Resource ID: SCR_007793



https://scicrunch.org/nidm-terms
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https://pubmed.ncbi.nlm.nih.gov/23193297
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Alternate IDs: nif-0000-03136, OMICS_00363

Alternate URLSs: http://203.255.191.19/MEXWebApp/,
http://genome.ewha.ac.kr/miRGator/miRGator.html

Record Creation Time: 20220129T080243+0000

Record Last Update: 20260729T044213+0000

Ratings and Alerts
No rating or validation information has been found for miRGator.

No alerts have been found for miRGator.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 50 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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