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Type: Tool

Proper Citation

LOCATE: subcellular localization database (RRID:SCR_007763)

Resource Information

URL: http://locate.imb.uq.edu.au/

Proper Citation: LOCATE: subcellular localization database (RRID:SCR_007763)

Description: LOCATE is a curated database that houses data describing the membrane
organization and subcellular localization of proteins from the RIKEN FANTOM4 mouse
and human protein sequence set. The membrane organization is predicted by the high-
throughput, computational pipeline MemO. The subcellular locations were determined by a
high-throughput, immunofluorescence-based assay and by manually reviewing peer-
reviewed publications.

Synonyms: LOCATE

Resource Type: database, data or information resource

Keywords: bio.tools, FASEB list

Resource Name: LOCATE: subcellular localization database

Resource ID: SCR_007763

Alternate IDs: nif-0000-03086, biotools:locate

Alternate URLs: https://bio.tools/locate

Record Creation Time: 20220129T080243+0000

Record Last Update: 20260725T191150+0000

Ratings and Alerts

No rating or validation information has been found for LOCATE: subcellular localization
database.

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_007763/resolver
http://locate.imb.uq.edu.au/


No alerts have been found for LOCATE: subcellular localization database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 66 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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Sugawara S, et al. (2020) The mitochondrial protein PGAM5 suppresses energy
consumption in brown adipocytes by repressing expression of uncoupling protein 1. The
Journal of biological chemistry, 295(17), 5588.
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accuracy trial investigating whole-body magnetic resonance imaging in radio-recurrent
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