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IPD-KIR - Killer-cell Inmunoglobulin-like Receptors

RRID:SCR_007748
Type: Tool

Proper Citation

IPD-KIR - Killer-cell Immunoglobulin-like Receptors (RRID:SCR_007748)

Resource Information

URL: http://www.ebi.ac.uk/ipd/kir/

Proper Citation: IPD-KIR - Killer-cell Immunoglobulin-like Receptors
(RRID:SCR_007748)

Description: The IPD-KIR database provides a centralized repository for human KIR
sequences. Killer-cell Immunoglobulin-like Receptors (KIR) have been shown to be highly
polymorphic at the allelic and haplotypic level. KIRs are members of the immunoglobulin
superfamily (IgSF) formerly called Killer-cell Inhibitory Receptors. They are composed of
two or three Ig-domains, a transmembrane region and cytoplasmic tail which can in turn
be short (activatory) or long (inhibitory). The Leukocyte Receptor Complex (LRC) which
encodes KIR genes has been shown to be polymorphic, polygenic and complex like the
MHC.

Synonyms: IPD-KIR

Resource Type: database, data or information resource

Resource Name: IPD-KIR - Killer-cell Immunoglobulin-like Receptors
Resource ID: SCR_007748

Alternate IDs: nif-0000-03041

Record Creation Time: 20220129T080243+0000

Record Last Update: 20260725T7191148+0000

Ratings and Alerts

No rating or validation information has been found for IPD-KIR - Killer-cell
Immunoglobulin-like Receptors.

No alerts have been found for IPD-KIR - Killer-cell Immunoglobulin-like Receptors.
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Data and Source Information

Source: SciCrunch Registry
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