Resource Summary Report

Generated by nidm-terms on Jul 28, 2026

Human Intermediate Filament Database

RRID:SCR_007744
Type: Tool

Proper Citation

Human Intermediate Filament Database (RRID:SCR_007744)

Resource Information

URL: http://www.interfil.org

Proper Citation: Human Intermediate Filament Database (RRID:SCR_007744)

Description: The Human Intermediate Filament Database is a continuously updated
review of the intermediate filament field. It is hoped that users will contribute to the
development and expansion of the database on a regular basis. Contributions may include
novel variants, new patients with previously discovered sequence and allelic variants.
Suggestions on ways to improve the database are also welcome. The entire database can
be searched through the Browse and Search options. A number of different parameters
can be used to search the database including unique identifier, intermediate filament,
disease DNA variations, amino acid variations, domain, date accepted, author and
abstract. Output from the search is returned in a table containing all the pertinent cross
referenced information. Multiple sequence alignment can also be performed via the
CLUSTALW program to determine cDNA or protein sequence conservation. The database
is linked to multiple other resources including NCBI RefSeq, PDB, OMIM, UCSC genome
browser, NCBI Gene, HomoloGene, PubMed and HGNC. In the case of HGNC, reciprocal
links are also available from HGNC that links to Human Intermediate Filament Database.
Due to the protein centric nature of the Human Intermediate Filament Database and the
gene centric nature of HGNC, a HGNC record will potentially link to multiple records in this
database due to the presence of alternative splicing. In such an event, the Human
Intermediate Filament Database will present to the user a list of all the protein records
resulting from the HGNC gene record. The database uses Jalview and Jmol applets for
the visualization of multiple sequence alignment and structure respectively. The database
contains information on disease phenotypes of a variety of different intermediate filament
related diseases.

Synonyms: InterFil
Resource Type: database, data or information resource

Keywords: FASEB list
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Resource Name: Human Intermediate Filament Database
Resource ID: SCR_007744

Alternate IDs: nif-0000-03034, r3d100012359

Alternate URLSs: https://doi.org/10.17616/R3T66K
Record Creation Time: 20220129T080243+0000

Record Last Update: 20260725T191150+0000

Ratings and Alerts

No rating or validation information has been found for Human Intermediate Filament
Database.

No alerts have been found for Human Intermediate Filament Database.

Data and Source Information

Source: SciCrunch Registry
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