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TRANSMIT

RRID:SCR_007571
Type: Tool

Proper Citation

TRANSMIT (RRID:SCR_007571)

Resource Information

URL: http://www-gene.cimr.cam.ac.uk/clayton/software/

Proper Citation: TRANSMIT (RRID:SCR_007571)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on May
12,2023. Software application that tests for association between genetic marker and
disease by examining the transmission of markers from parents to affected offspring. The
main features which differ from other similar programs are: (1) It can deal with
transmission of multi-locus haplotypes, even if phase is unknown, and (2) Parental
genotypes may be unknown. (entry from Genetic Analysis Software)

Abbreviations: TRANSMIT

Resource Type: software application, software resource
Keywords: gene, genetic, genomic, c++, unix

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: TRANSMIT

Resource ID: SCR_007571

Alternate IDs: nix_154100

Record Creation Time: 20220129T080242+0000

Record Last Update: 20260727T040431+0000

Ratings and Alerts
No rating or validation information has been found for TRANSMIT.

No alerts have been found for TRANSMIT.



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_007571/resolver
http://www-gene.cimr.cam.ac.uk/clayton/software/

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 50 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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tuberculosis lesions and efficiently acts against Mycobacterium tuberculosis. Nature
communications, 16(1), 826.
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Vallet M, et al. (2021) A new glance at the chemosphere of macroalgal-bacterial
interactions: In situ profiling of metabolites in symbiosis by mass spectrometry. Beilstein
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Zsigrai S, et al. (2020) S-Adenosylmethionine Treatment of Colorectal Cancer Cell Lines
Alters DNA Methylation, DNA Repair and Tumor Progression-Related Gene Expression.
Cells, 9(8).
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Bowles SL, et al. (2017) Intestinal transport and absorption of bioactive phenolic
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