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3D-Genomics Database

RRID:SCR_007430
Type: Tool

Proper Citation

3D-Genomics Database (RRID:SCR_007430)

Resource Information

URL: http://www.sbg.bio.ic.ac.uk/3dgenomics/searchpagel.cgi

Proper Citation: 3D-Genomics Database (RRID:SCR_007430)

Description: THIS RESOURCE IS NO LONGER IN SERVICE, documented August 29,
2016. Database containing structural annotations for the proteomes of just under 100
organisms. Using data derived from public databases of translated genomic sequences,
representatives from the major branches of Life are included: Prokaryota, Eukaryota and
Archaea. The annotations stored in the database may be accessed in a number of ways.
The help page provides information on how to access the database. 3D-GENOMICS is
now part of a larger project, called e-Protein. The project brings together similar databases
at three sites: Imperial College London , University College London and the European
Bioinformatics Institute . e-Protein"s mission statement is To provide a fully automated
distributed pipeline for large-scale structural and functional annotation of all major
proteomes via the use of cutting-edge computer GRID technologies. The following
databases are incorporated: NRprot, SCOP, ASTRAL, PFAM, Prosite, taxonomy, COG
The following eukaryotic genomes are incorporated: Anopheles gambiae, protein
sequences from the mosquito genome; Arabidopsis thaliana, protein sequences from the
Arabidopsis genome; Caenorhabditis briggsae, protein sequences from the C.briggsae
genome; Caenorhabditis elegans protein sequences from the worm genome; Ciona
intestinalis protein sequences from the sea squirt genome; Danio rerio protein sequences
from the zebrafish genome; Drosophila melanogaster protein sequences from the fruitfly
genome; Encephalitozoon cuniculi protein sequences from the E.cuniculi genome; Fugu
rubripes protein sequences from the pufferfish genome; Guillardia theta protein sequences
from the G.theta genome; Homo sapiens protein sequences from the human genome;
Mus musculus protein sequences from the mouse genome; Neurospora crassa protein
seqguences from the N.crassa genome; Oryza sativa protein sequences from the rice
genome; Plasmodium falciparum protein sequences from the P.falciparum genome;
Rattus norvegicus protein sequences from the rat genome; Saccharomyces cerevisiae
protein sequences from the yeast genome; Schizosaccharomyces pombe protein
sequences from the yeast genome
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Abbreviations: 3D-GENOMICS

Resource Type: database, data or information resource
Keywords: structure database, protein structure

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: 3D-Genomics Database

Resource ID: SCR_007430

Alternate IDs: nif-0000-00553

Record Creation Time: 20220129T080241+0000

Record Last Update: 20260725T191145+0000

Ratings and Alerts

No rating or validation information has been found for 3D-Genomics Database.

No alerts have been found for 3D-Genomics Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We have not found any literature mentions for this resource.
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