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OBO

RRID:SCR_007083
Type: Tool

Proper Citation

OBO (RRID:SCR_007083)

Resource Information

URL: http://www.obofoundry.org/

Proper Citation: OBO (RRID:SCR_007083)

Description: A collaboration involving developers of science-based ontologies who are
establishing a set of principles for ontology development with the goal of creating a suite of
orthogonal interoperable reference ontologies in the biomedical domain. In addition to a
listing of OBO ontologies, this site provides a statement of the OBO Foundry principles,
discussion fora, technical infrastructure, and other services to facilitate ontology
development. Feedback is welcome and participation encouraged.

Abbreviations: OBO

Synonyms: The Open Biomedical Ontologies, OBO Foundry, Open Biological and
Biomedical Ontologies, Open Biological and Biomedical Ontology Foundry

Resource Type: ontology, standard specification, controlled vocabulary, knowledge
environment, narrative resource, data or information resource

Defining Citation: PMID:17989687

Keywords: biomedical, metadata standard, gold standard, FASEB list
Resource Name: OBO

Resource ID: SCR_007083

Alternate IDs: nlx_22892

Record Creation Time: 20220129T080239+0000

Record Last Update: 20260728T043244+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_007083/resolver
http://www.obofoundry.org/
https://pubmed.ncbi.nlm.nih.gov/17989687

No rating or validation information has been found for OBO.

No alerts have been found for OBO.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 169 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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