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Resource Information

URL: http://autismkb.cbi.pku.edu.cn/

Proper Citation: AutismKB (RRID:SCR_006937)

Description: Genetic factors contribute significantly to ASD. AutismKB is an evidence-
based knowledgebase of Autism spectrum disorder (ASD) genetics. The current version
contains 2193 genes (99 syndromic autism related genes and 2135 non-syndromic autism
related genes), 4617 Copy Number Variations (CNVs) and 158 linkage regions associated
with ASD by one or more of the following six experimental methods: # Genome-Wide
Association Studies (GWAS); # Genome-wide CNV studies; # Linkage analysis; # Low-
scale genetic association studies; # Expression profiling; # Other low-scale gene studies.
Based on a scoring and ranking system, 99 syndromic autism related genes and 383 non-
syndromic autism related genes (434 genes in total) were designated as having high
confidence. Autism spectrum disorder (ASD) is a heterogeneous neurodevelopmental
disorder with a prevalence of 1.0-2.6%. The three core symptoms of ASD are: #
impairments in reciprocal social interaction; # communication impairments; # presence of
restricted, repetitive and stereotyped patterns of behavior, interests and activities.

Abbreviations: AutismKB

Synonyms: Autism Knowledgebase

Resource Type: service resource, data analysis service, database, analysis service
resource, production service resource, data or information resource

Defining Citation: PMID:22139918

Keywords: gene, copy number variation, linkage region, genome-wide association study,
family-based association study, case-control association study, expression profile, blast,
syndromic, non-syndromic, snp, vntr, bio.tools, FASEB list

Related Condition: Autism spectrum disorder, Autism
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Resource Name: AutismKB
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Ratings and Alerts

No rating or validation information has been found for AutismKB.

No alerts have been found for AutismKB.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 33 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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