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Proper Citation
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Resource Information

URL: http://www.lola.gwu.edu/

Proper Citation: List Of Lists Annotated (RRID:SCR_006912)

Description: LOLA is a web driven database of published and manually curated (public),
and user-specific (private) gene lists derived from genome-wide approaches such as
expression profiling and proteomics. LOLA allows researchers to measure the similarity of
gene lists in order to identify genes that are robustly changed across laboratories, studies,
and platforms, and within and between species. Furthermore, LOLA compares lists at a
gene-level so that probes mapping to the same gene are not considered different.

Synonyms: LOLA

Resource Type: database, data or information resource

Resource Name: List Of Lists Annotated

Resource ID: SCR_006912

Alternate IDs: nif-0000-03087

Record Creation Time: 20220129T080238+0000

Record Last Update: 20260725T191144+0000

Ratings and Alerts

No rating or validation information has been found for List Of Lists Annotated.

No alerts have been found for List Of Lists Annotated.

Data and Source Information

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_006912/resolver
http://www.lola.gwu.edu/


Source: SciCrunch Registry

Usage and Citation Metrics

We found 130 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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