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UCSD-Nature Signaling Gateway Molecule Pages

RRID:SCR_006907
Type: Tool

Proper Citation

UCSD-Nature Signaling Gateway Molecule Pages (RRID:SCR_006907)

Resource Information

URL: http://www.signaling-gateway.org/molecule/

Proper Citation: UCSD-Nature Signaling Gateway Molecule Pages (RRID:SCR_006907)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on October
29,2025. Relational database of all significant published qualitative and quantitative
information on cell signaling proteins. The Molecule Pages database was developed with
the specific aim of allowing interactions, and indeed whole pathways, to be modeled. The
goal is to filter the data to present only validated information. In addition, the Gateway is
the home of Signaling Update, which provides a one-stop overview of the latest and
hottest research in cell signaling for both the specialist and non-specialist alike.

Abbreviations: SGMP

Synonyms: Molecule Pages: A comprehensive signaling database, UCSD - Signaling
Gateway Molecule Pages, Alliance for Cellular Signaling Molecule Pages Database

Resource Type: data or information resource, database

Defining Citation: PMID:21505029, PMID:17965093, PMID:12478304

Keywords: database, data model, cell signaling pathway, molecule, protein, signal
transduction

Funding: Genentech Inc ;
National Institute of General Medical Sciences

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: UCSD-Nature Signaling Gateway Molecule Pages
Resource ID: SCR_006907

Alternate IDs: r3d100011690, nif-0000-03604, SCR_013230, nif-0000-20810



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_006907/resolver
http://www.signaling-gateway.org/molecule/
https://pubmed.ncbi.nlm.nih.gov/21505029
https://pubmed.ncbi.nlm.nih.gov/17965093
https://pubmed.ncbi.nlm.nih.gov/12478304

Alternate URLSs: https://doi.org/10.17616/R3V343
Record Creation Time: 20220129T080238+0000

Record Last Update: 20260729T044139+0000

Ratings and Alerts

No rating or validation information has been found for UCSD-Nature Signaling Gateway
Molecule Pages.

No alerts have been found for UCSD-Nature Signaling Gateway Molecule Pages.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 12 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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