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GOirilla: Gene Ontology Enrichment Analysis and
Visualization Tool

RRID:SCR_006848
Type: Tool

Proper Citation

GOirilla: Gene Ontology Enrichment Analysis and Visualization Tool (RRID:SCR_006848)

Resource Information

URL: http://cbl-gorilla.cs.technion.ac.il/

Proper Citation: GOrilla: Gene Ontology Enrichment Analysis and Visualization Tool
(RRID:SCR_006848)

Description: A tool for identifying and visualizing enriched GO terms in ranked lists of
genes. It can be run in one of two modes: * Searching for enriched GO terms that appear
densely at the top of a ranked list of genes or * Searching for enriched GO terms in a
target list of genes compared to a background list of genes.

Abbreviations: GOrilla

Synonyms: Gene Ontology enRlchment analLysis and visuaLizAtion tool, GOrilla: Gene
Ontology Enrichment Analysis Visualization Tool

Resource Type: analysis service resource, service resource, data analysis service,
production service resource

Defining Citation: PMID:19192299

Keywords: gene, genetic, ontology, ontology or annotation visualization, statistical
analysis, term enrichment, visualization, analysis, protein

Funding: European Union FP6 ;
Yeshaya Horowitz Association

Availability: Acknowledgement requested, Free, Public
Resource Name: GOirilla: Gene Ontology Enrichment Analysis and Visualization Tool

Resource ID: SCR_006848
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Alternate IDs: nlx_80425, OMICS_ 02282
Record Creation Time: 20220129T080238+0000

Record Last Update: 20260728T043240+0000

Ratings and Alerts

No rating or validation information has been found for GOrilla: Gene Ontology Enrichment
Analysis and Visualization Tool.

No alerts have been found for GOrilla: Gene Ontology Enrichment Analysis and
Visualization Tool.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 492 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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