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UMD p53 Mutation Database

RRID:SCR_006720
Type: Tool

Proper Citation

UMD p53 Mutation Database (RRID:SCR_006720)

Resource Information

URL: http://p53.fr
Proper Citation: UMD p53 Mutation Database (RRID:SCR_006720)

Description: The UMD TP53 Mutation Database is a novel web site exclusively dedicated
to mutant TP53. The following datasets, analytical tools and software are available. * The
TP53 UMD mutation database in human cancer (2012 release). This novel release
(35,000 mutations, 3,600 publications) has been highly curated using an original and novel
statistical procedure (See Edlung et al. PNAS 2012). * TP53MUTLOAD (MUTant Loss Of
Activity Database), a novel database dedicated to detailed analysis of the properties of
each TP53 mutant, ranging from transactivation to cell growth properties, change of
conformation, localization or various gains of functions. The database contains more than
110,000 different entries. * TP53 Mut assessor, a novel stand-alone software available for
both Windows and Mac users. Check your favorite TP53 mutants and get an instant
identity card. Very useful to analyze any newly discovered TP53 mutants, as the software
checks for every possible TP53 mutation. * MUT-TP53 2.0, an accurate and powerful tool
that automatically manages p53 mutations and generate tables ready for publication,
decreasing the risk of typing errors. MUT-TP53 2.0 also provides specific information for
each TP53 mutation, allowing the user to assess the quality of the data. Up to 500 TP53
mutations can be managed simultaneously.

Abbreviations: p53 Database

Synonyms: UMD TP53 Mutation Database, UMD p53 Database, TP53 UMD mutation
database

Resource Type: database, software resource, software application, data processing
software, data or information resource

Defining Citation: PMID:22628563

Keywords: cell, dominant, germline, monoclonal, mutant, mutation, oncogene, p53,
phylogenetic, polymorphism, prognosis, somatic, suppression, transform, tumor,
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tumorigenesis, umd, cell line
Related Condition: Cancer

Funding: Radiumhemmet Research Funds ;
Cancerfureningen i Stockholm ;

Swedish Cancer Society ;

Swedish Research Council ;

Swedish Cancer Foundation ;

Jeansson Foundation ;

Cancer Society in Stockholm ;

Lions Cancer Research Fund Uppsala

Availability: Limited: The UMD p53 database is protected by the European Union Council

data from databases without permission are covered by this directive.
Resource Name: UMD p53 Mutation Database

Resource ID: SCR_006720

Alternate IDs: nif-0000-21405

Old URLs: http://p53.free.fr/Database/p53_database.html

Record Creation Time: 20220129T080237+0000

Record Last Update: 20260728T043238+0000

Ratings and Alerts
No rating or validation information has been found for UMD p53 Mutation Database.

No alerts have been found for UMD p53 Mutation Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 35 mentions in open access literature.
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