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The Human Protein Atlas

RRID:SCR_006710
Type: Tool

Proper Citation

The Human Protein Atlas (RRID:SCR_006710)

Resource Information

URL: http://www.proteinatlas.org/

Proper Citation: The Human Protein Atlas (RRID:SCR_006710)

Description: Open access resource for human proteins. Used to search for specific
genes or proteins or explore different resources, each focusing on particular aspect of the
genome-wide analysis of the human proteins: Tissue, Brain, Single Cell, Subcellular,
Cancer, Blood, Cell line, Structure and Interaction. Swedish-based program to map all
human proteins in cells, tissues, and organs using integration of various omics
technologies, including antibody-based imaging, mass spectrometry-based proteomics,
transcriptomics, and systems biology. All the data in the knowledge resource is open
access to allow scientists both in academia and industry to freely access the data for
exploration of the human proteome.

Abbreviations: HPA
Synonyms: HPA antibody, Human Protein Atlas
Resource Type: knowledge base, data or information resource

Defining Citation: PMID:21139605, PMID:16127175, PMID:18669619, PMID:18853439

Keywords: human proteins, human proteome exploration, genome-wide analysis of
human proteins, Tissue, Brain, Single Cell, Subcellular, Cancer, Blood, Cell line, Structure
and Interaction, bio.tools, FASEB list

Related Condition: Cancer, Tumor, Breast cancer, Colorectal cancer, Lung cancer,
Prostate cancer, Normal

Funding: Knut and Alice Wallenberg Foundation

Availability: Public, Free, For informational purposes, Non-commercial,
Acknowledgement required
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Resource Name: The Human Protein Atlas
Resource ID: SCR_006710

Alternate IDs: nif-0000-00204, biotools:proteinatlas
Alternate URLSs: https://bio.tools/proteinatlas
Record Creation Time: 20220129T080237+0000

Record Last Update: 20260725T190625+0000

Ratings and Alerts
No rating or validation information has been found for The Human Protein Atlas.

No alerts have been found for The Human Protein Atlas.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 7492 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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