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Proper Citation

GigaScience (RRID:SCR_006565)

Resource Information

URL.: http://www.gigasciencejournal.com/

Proper Citation: GigaScience (RRID:SCR_006565)

Description: An online open-access open-data journal, publishing "big-data" studies from
the entire spectrum of life and biomedical sciences whose publication format links
standard manuscript publication with its affiliated database, GigaDB, that hosts all
associated data, provides data analysis tools, cloud-computing resources, and a DOI
assignment to every dataset. GigaScience covers not just "omic" type data and the fields
of high-throughput biology currently serviced by large public repositories, but also the
growing range of more difficult-to-access data, such as imaging, neuroscience, ecology,
cohort data, systems biology and other new types of large-scale sharable data. Supporting
the open-data movement, they require that all supporting data and source code be publicly
available in a suitable public repository and/or under a public domain CCO license in the
BGI GigaScience database. Using the BGI cloud as a test environment, they also consider
open-source software tools / methods for the analysis or handling of large-scale data.
When submitting a manuscript, please contact them if you have datasets or cloud
applications you would like them to host. To maximize data usability submitters are
encouraged to follow best practice for metadata reporting and are given the opportunity to
submit in ISA-Tab format.

Abbreviations: GigaScience
Synonyms: Giga Science

Resource Type: service resource, data or information resource, data repository,
database, storage service resource, journal article

Keywords: genomics, biomedical, biological, dna, genome, biotechnology, medicine,
health, digital object identifier, data sharing

Availability: The community can contribute to this resource, Creative Commons Zero
License
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Resource Name: GigaScience

Resource ID: SCR_006565

Alternate IDs: OMICS 01834, nlx_71355
Record Creation Time: 20220129T080236+0000

Record Last Update: 20260729T044137+0000

Ratings and Alerts
No rating or validation information has been found for GigaScience.

No alerts have been found for GigaScience.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 24 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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