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BrainStars

RRID:SCR_005810
Type: Tool

Proper Citation

BrainStars (RRID:SCR_005810)

Resource Information

URL: http://brainstars.org

Proper Citation: BrainStars (RRID:SCR_005810)

Description: BrainStars (or B*) is a quantitative expression database of the adult mouse
brain. The database has genome-wide expression profile at 51 adult mouse CNS regions.
For 51 CNS regions, slices (0.5-mm thick) of mouse brain were cut on a Mouse Brain
Matrix, frozen, and the specific regions were punched out bilaterally with a microdissecting
needle (gauge 0.5 mm) under a stereomicroscope. For each region, we took samples
every 4 hours, starting at ZTO (Zeitgaber time 0O; the time of lights on), for 24 hours (6 time-
point samples for each region), and we pooled the samples from the different time points.
We independently sampled each region twice (n=2). These samples were purified their
RNA, and measured with Affymetrix GeneChip Mouse Genome 430 2.0 arrays.
Expression values were then summarized with the RMA method. After several analysis
with the expression data, the data and analysis results were stored in the BrainStars
database. The database has a REST-like Web API interface for accessing from your Web
applications. This document shows how to access the database via our Web API.

Abbreviations: B*
Synonyms: BrainStars Database, BrainStars (B*)

Resource Type: database, web service, software resource, data access protocol, data or
information resource

Defining Citation: PMID:21858037

Keywords: mouse, brain, adult, expression profile, affymetrix genechip mouse genome
430 2.0 array, rna, central nervous system, gene expression, gene

Funding: Japanese Ministry of Education Culture Sports Science and Technology MEXT
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Availability: BrainStars data, Images and texts (excluding ABA data and images) are
licensed under a Creative Commons Attribution 2.1 Japan License.

Resource Name: BrainStars

Resource ID: SCR_005810

Alternate IDs: nix_149301

Record Creation Time: 20220129T080232+0000

Record Last Update: 20260728T043223+0000

Ratings and Alerts
No rating or validation information has been found for BrainStars.

No alerts have been found for BrainStars.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 14 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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