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Proper Citation

MolGen (RRID:SCR_005700)

Resource Information

URL: http://www.molgen.de

Proper Citation: MolGen (RRID:SCR_005700)

Description: The research of the group concentrates on the molecular biology of Gram-
positive bacteria, with Bacillus subtilis and Lactococcus lactis as the main model
organisms. A number of important (human) pathogens are also investigated: Bacillus
cereus, Streptococcus pneumoniae and Enterococcus faecalis. The nature of the research
is both fundamental and application-oriented. Transcript- and protein profiling by high-
throughput technologies such as DNA microarrays and proteomics tools are being used.
The very large data sets generated are analyzed by employing existing and novel
bioinformatics tools. Major lines of research are in the field of functional genomics of these
organisms, using systems- and synthetic biology approaches.

Abbreviations: MolGen
Synonyms: Molecular Genetics
Resource Type: data or information resource, topical portal, portal

Keywords: molecular biology, gram-positive bacteria, pathogen, transcript, protein,
profile, high-throughput, dna microarray, proteomics, dna, microarray, functional
genomics, bioinformatics, genetics, gene

Resource Name: MolGen

Resource ID: SCR_005700

Alternate IDs: nlx_149166

Old URLSs: http://molgen.biol.rug.nl/molgen/index.php
Record Creation Time: 20220129T080231+0000

Record Last Update: 20260729T044129+0000
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Ratings and Alerts
No rating or validation information has been found for MolGen.

No alerts have been found for MolGen.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 27 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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