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Proper Citation

Tree of Life Web Project (RRID:SCR_005673)

Resource Information

URL: http://tolweb.org/tree/

Proper Citation: Tree of Life Web Project (RRID:SCR_005673)

Description: A collection of information about biodiversity compiled collaboratively by
hundreds of expert and amateur contributors. Its goal is to contain a page with pictures,
text, and other information for every species and for each group of organisms, living or
extinct. Connections between Tree of Life web pages follow phylogenetic branching
patterns between groups of organisms, so visitors can browse the hierarchy of life and
learn about phylogeny and evolution as well as the characteristics of individual groups.

Abbreviations: ToL

Synonyms: Tree of Life

Resource Type: database, data or information resource

Keywords: genomics, invertebrate, taxonomy, image, phylogeny, FASEB list

Funding: NSF DBI-0078294;
NSF DUE-0333715;
NSF EF-0531754

Availability: The community can contribute to this resource, Acknowledgement
requested, Copyrighted, Creative Commons Attribution-NonCommercial License, (ToL
Glossary), Creative Commons Attribution License

Resource Name: Tree of Life Web Project

Resource ID: SCR_005673

Alternate IDs: r3d100010351, nif-0000-03586

Alternate URLs: https://doi.org/10.17616/R30K6X

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_005673/resolver
http://tolweb.org/tree/


Old URLs: http://phylogeny.arizona.edu/tree/phylogeny.html

Record Creation Time: 20220129T080231+0000

Record Last Update: 20260725T191141+0000

Ratings and Alerts

No rating or validation information has been found for Tree of Life Web Project.

No alerts have been found for Tree of Life Web Project.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 36 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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