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Staden Package

RRID:SCR_005629
Type: Tool

Proper Citation

Staden Package (RRID:SCR_005629)

Resource Information

URL.: http://staden.sourceforge.net/

Proper Citation: Staden Package (RRID:SCR_005629)

Description: A fully developed set of DNA sequence assembly (Gap4 and Gap5), editing
and analysis tools (Spin) for Unix, Linux, MacOSX and MS Windows.

Synonyms: Staden Package
Resource Type: software resource

Defining Citation: PMID:20513662, DOI:10.1093/bioinformatics/btq268

Keywords: c, unix/linux, sequence assembly, dna/protein analysis, spin, sequence
alignment, genome, genome viewer, c++, fortran, tcl, bio.tools

Availability: BSD License

Resource Name: Staden Package

Resource ID: SCR_005629

Alternate IDs: OMICS 00894, biotools:staden

Alternate URLSs: https://bio.tools/staden, https://sources.debian.org/src/staden/
Record Creation Time: 20220129T080231+0000

Record Last Update: 20260725T190606+0000

Ratings and Alerts

No rating or validation information has been found for Staden Package.



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_005629/resolver
http://staden.sourceforge.net/
https://pubmed.ncbi.nlm.nih.gov/20513662
https://dx.doi.org/10.1093/bioinformatics/btq268

No alerts have been found for Staden Package.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 79 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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and science, 9(2), 819.
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Africa. Emerging infectious diseases, 29(2), 407.
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Outbreaks in Hong Kong, SAR, China. Journal of virology, 96(3), e0192821.
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