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CyMATE

RRID:SCR_005442
Type: Tool

Proper Citation

CyMATE (RRID:SCR_005442)

Resource Information

URL: http://www.cymate.org/

Proper Citation: CyMATE (RRID:SCR_005442)

Description: A web application that allows you to perform a quick and comprehensive
methylation analysis of cytosine sites in DNA sequences.

Abbreviations: CyMATE
Synonyms: Cytosine Methylation Analysis Tool for Everyone

Resource Type: analysis service resource, service resource, data analysis service,
production service resource

Defining Citation: PMID:17559516

Resource Name: CyMATE

Resource ID: SCR_005442

Alternate IDs: OMICS 00597

Old URLs: http://www.gmi.oeaw.ac.at/research-groups/cymate/cymate/
Record Creation Time: 20220129T080230+0000

Record Last Update: 20260728T043217+0000

Ratings and Alerts
No rating or validation information has been found for CyMATE.

No alerts have been found for CyMATE.
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https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_005442/resolver
http://www.cymate.org/
https://pubmed.ncbi.nlm.nih.gov/17559516

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 63 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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Kellari LM, et al. (2025) Cross-kingdom RNAI induced by a beneficial endophytic fungus to
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activation of plant cell totipotency regulators. Nature communications, 16(1), 4185.
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time and jasmonate signaling in maize by promoting the expression of Zea mays Related
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research, 11(3), uhae031.

Niu X, et al. (2024) Regulatory mechanism of heat-active retrotransposons by the SET
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Fei Y, et al. (2021) Non-perfectly matching small RNAs can induce stable and heritable
epigenetic modifications and can be used as molecular markers to trace the origin and
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Wang H, et al. (2021) Response of Wheat DREB Transcription Factor to Osmotic Stress
Based on DNA Methylation. International journal of molecular sciences, 22(14).
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Li Y, et al. (2019) The grapevine homeobox gene VVHB58 influences seed and fruit
development through multiple hormonal signaling pathways. BMC plant biology, 19(1),
523.




