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Proper Citation

miRASNP (RRID:SCR_005303)

Resource Information

URL: http://mirdsnp.ccr.buffalo.edu/

Proper Citation: miRASNP (RRID:SCR_005303)

Description: A database of manually curated dSNPs on the 3"UTRs of human genes
from available publications in PubMed. The advanced web interface allows users to
perform proximity searches between miRNA target sites and dSNPs by gene name,
miRbase ID, target prediction algorithm, disease, and any nucleotide distance between
dSNPs and miRNA target sites. The web interface displays detailed sequence views
showing the relationship between dSNPs, miRNA target sites, and SNPs. An interactive
visualization tool shows the chromosomal distribution of dSNPs, miRNA target sites (from
TargetScan), and SNPs. miRdASNP provides a comprehensive data source of dSNPs and
robust tools to capture their spacial relationship with miRNA target sites on the 3"UTRs of
human genes. miRASNP enables researchers to further explore the molecular mechanism
of gene dysregulation for dSNPs at posttranscriptional level.

Abbreviations: miRASNP

Synonyms: miRASNP - a database of disease-associated SNPs and microRNA target
sites on 3"UTRs of human genes

Resource Type: data or information resource, database

Defining Citation: PMID:22276777

Availability: Free, Public
Resource Name: miRdASNP
Resource ID: SCR_005303
Alternate IDs: OMICS 00389

Record Creation Time: 20220129T080229+0000



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_005303/resolver
http://mirdsnp.ccr.buffalo.edu/
https://pubmed.ncbi.nlm.nih.gov/22276777

Record Last Update: 20260729T044113+0000

Ratings and Alerts
No rating or validation information has been found for miRASNP.

No alerts have been found for miRASNP.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 23 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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RNA, 10(4).
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Abdi A, et al. (2020) The Computational Analysis Conducted on miRNA Target Sites in
Association with SNPs at 3'UTR of ADHD-implicated Genes. Central nervous system
agents in medicinal chemistry, 20(1), 58.
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Angiogenesis and Neovascularization From an Epigenetic Perspective. Frontiers in
oncology, 9, 1091.
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mitophagy and apoptosis through miR-182-5p/SIRT1 axis. Cell death & disease, 10(10),
751.
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lung diseases (ILDs). Database : the journal of biological databases and curation, 2018.
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outcomes of platinum-based chemotherapy in non-small-cell lung cancer patients through
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