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Gene Map Annotator and Pathway Profiler

RRID:SCR_005094
Type: Tool

Proper Citation

Gene Map Annotator and Pathway Profiler (RRID:SCR_005094)

Resource Information

URL: http://www.genmapp.org/

Proper Citation: Gene Map Annotator and Pathway Profiler (RRID:SCR_005094)

Description: GenMAPP is a free computer application designed to visualize gene
expression and other genomic data on maps representing biological pathways and
groupings of genes. Integrated with GenMAPP are programs to perform a global analysis
of gene expression or genomic data in the context of hundreds of pathway MAPPs and
thousands of Gene Ontology Terms (MAPPFinder), import lists of genes/proteins to build
new MAPPs (MAPPBuilder), and export archives of MAPPs and expression/genomic data
to the web. The main features underlying GenMAPP are: *Draw pathways with easy to
use graphics tools *Color genes on MAPP files based on user-imported genomic data
*Query data against MAPPs and the GeneOntology Enhanced features include the
simultaneous view of multiple color sets, expanded species-specific gene databases and
custom database options.

Synonyms: GenMAPP

Resource Type: software application, data visualization software, software resource, data
processing software

Defining Citation: PMID:17588266

Keywords: expression, gene, analysis, biological, mapping, microarray, network,
pathway, protein, visualization, ontology, proteomics, FASEB list

Funding: Agilent Foundation ;
BayGenomics ;
NIGMS

Resource Name: Gene Map Annotator and Pathway Profiler

Resource ID: SCR_005094
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Alternate IDs: nif-0000-00244
Record Creation Time: 20220129T080228+0000

Record Last Update: 20260728T043212+0000

Ratings and Alerts

No rating or validation information has been found for Gene Map Annotator and Pathway
Profiler.

No alerts have been found for Gene Map Annotator and Pathway Profiler.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 211 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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