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Proper Citation

Susan G. Komen for the Cure (RRID:SCR_004842)

Resource Information

URL: http://ww5.komen.org/

Proper Citation: Susan G. Komen for the Cure (RRID:SCR_004842)

Description: Susan G. Komen for the Cure is the global leader of the breast cancer
movement, having invested more than $1.9 billion since inception in 1982. As the world''s
largest grassroots network of breast cancer survivors and activists, we''re working together
to save lives, empower people, ensure quality care for all and energize science to find the
cures. Thanks to events like the Susan G. Komen Race for the Cure and the Susan G.
Komen 3-Day for the Cure, and generous contributions from our partners, sponsors and
fellow supporters, we have become the largest source of nonprofit funds dedicated to the
fight against breast cancer in the world.

Abbreviations: Susan G. Komen

Synonyms: Susan G. Komen

Resource Type: funding resource

Resource Name: Susan G. Komen for the Cure

Resource ID: SCR_004842

Alternate IDs: Wikidata: Q246898, grid.428834.1, nlx_82488, Crossref funder ID:
100000869, ISNI: 0000 0001 0241 5320

Alternate URLs: https://ror.org/02nadbe75

Record Creation Time: 20220129T080226+0000

Record Last Update: 20260725T190555+0000

Ratings and Alerts

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_004842/resolver
http://ww5.komen.org/


No rating or validation information has been found for Susan G. Komen for the Cure.

No alerts have been found for Susan G. Komen for the Cure.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 24 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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