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Proper Citation

SourceForge (RRID:SCR_004365)

Resource Information

URL: http://sourceforge.net/

Proper Citation: SourceForge (RRID:SCR_004365)

Description: Web based service that offers software developers centralized online
location to control and manage free and open source software projects. Open source
software tool and business public software platform.

Resource Type: web service, data access protocol, software resource

Keywords: software, platform, tool, resource, catalog, community, project, , FASEB list

Resource Name: SourceForge

Resource ID: SCR_004365

Alternate IDs: nlx_38463

License URLs: http://slashdotmedia.com/terms-of-use/

Record Creation Time: 20220129T080224+0000

Record Last Update: 20260728T043200+0000

Ratings and Alerts

No rating or validation information has been found for SourceForge.

No alerts have been found for SourceForge.

Data and Source Information

Source: SciCrunch Registry

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_004365/resolver
http://sourceforge.net/
https://scicrunch.org/nidm-terms/rin/sources/SCR_005400


Usage and Citation Metrics

We found 898 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .

Du Q, et al. (2025) Acylglycerol kinase inhibits macrophage anti-tumor activity via limiting
mtDNA release and cGAS-STING-type I IFN response. Theranostics, 15(4), 1304.

Shao C, et al. (2025) Age and diet affect self-resilience of intestinal microbiome in mice.
Frontiers in microbiology, 16, 1507396.

Park JY, et al. (2025) Biological augmentation of anterior cruciate ligament reconstruction
with bone marrow aspirate concentrate: a systematic review and meta-analysis of
randomised controlled trials. International orthopaedics, 49(1), 35.

Barresi M, et al. (2025) Bioinformatics Tools for NGS-Based Identification of Single
Nucleotide Variants and Large-Scale Rearrangements in Mitochondrial DNA. Biotech
(Basel (Switzerland)), 14(1).

Leniak A, et al. (2025) From NMR to AI: Do We Need 1H NMR Experimental Spectra to
Obtain High-Quality logD Prediction Models? Journal of chemical information and
modeling, 65(6), 2924.

Urias E, et al. (2025) Combined immune checkpoint inhibitors and ablative radiotherapy in
metastatic cancers: a meta-analysis of prospective clinical trials. BMJ oncology, 4(1),
e000732.

Hoelscher-Doht S, et al. (2025) Minimal invasive open tibial fracture model in mice.
International orthopaedics, 49(10), 2575.

Braet SM, et al. (2025) Asymmetric isopeptide bond steers directional genomic RNA
egress from icosahedral virus. Science advances, 11(50), eady4104.

Bulduk BK, et al. (2025) High frequency of mitochondrial DNA rearrangements in the
peripheral blood of adults with intellectual disability. Journal of intellectual disability
research : JIDR, 69(2), 137.

Yan Y, et al. (2025) Intestine-Decipher Engineered Capsules Protect Against Sepsis-
induced Intestinal Injury via Broad-spectrum Anti-inflammation and Parthanatos Inhibition.
Advanced science (Weinheim, Baden-Wurttemberg, Germany), 12(10), e2412799.

Tang T, et al. (2025) Adaptive laboratory evolution of Micrococcus luteus and identification
of genes associated with radioresistance through genome-wide association study.
Scientific reports, 15(1), 5614.

Li H, et al. (2025) Disrupting AGR2/IGF1 paracrine and reciprocal signaling for pancreatic
cancer therapy. Cell reports. Medicine, 6(2), 101927.

Rombaut B, et al. (2025) Training of Oral and Maxillofacial Surgery Residents in Virtual
Surgical Planning: A Feasibility Study Comparing Open-Source Freeware and
Commercially Available Software for Mandibular Reconstruction with Fibula Free Flap.
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Craniomaxillofacial trauma & reconstruction, 18(1), 10.

Garc??a-Toledo I, et al. (2025) TDP-43 dysregulation impairs cholesterol metabolism
linked with myelination defects. Acta neuropathologica, 150(1), 23.

Liu A, et al. (2025) Transcriptome-wide regulation of folate on neural mRNA m6A
methylome via carbon metabolism in Drosophila and mammals. Communications biology,
8(1), 1151.

Yim KM, et al. (2025) Cell-type-specific dysregulation of gene expression due to Chd8
haploinsufficiency during mouse cortical development. Cell genomics, 100986.

Uesaka K, et al. (2024) Deciphering the genomes of motility-deficient mutants of Vibrio
alginolyticus 138-2. PeerJ, 12, e17126.

Wu H, et al. (2024) Characterization of novel PHEX variants in X-linked
hypophosphatemic rickets and genotype-PHEX activity correlation. The Journal of clinical
endocrinology and metabolism.

Yi B, et al. (2024) Prognostic and clinical significance of tumor-associated macrophages in
esophageal squamous cell carcinoma after surgery: do biomarkers and distributions
matter? Bioscience reports, 44(4).

Foss CA, et al. (2024) Imaging tumor and ascites-associated macrophages in a mouse
model of metastatic ovarian cancer. EJNMMI research, 14(1), 121.


