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Proper Citation

BSRD (RRID:SCR_004249)

Resource Information

URL: http://kwanlab.bio.cuhk.edu.hk/BSRD/

Proper Citation: BSRD (RRID:SCR_004249)

Description: A repository for bacterial small regulatory RNA. They welcome you to submit
new experimental validated sRNA targets.

Abbreviations: BSRD

Synonyms: BSRD - Bacterial Small Regulatory RNA Database, Bacterial Small
Regulatory RNA Database

Resource Type: service resource, database, storage service resource, data repository,
data or information resource

Defining Citation: PMID:23203879

Keywords: srna target, srna, small regulatory non-coding rna, bio.tools

Availability: Acknowledgement requested, The community can contribute to this resource
Resource Name: BSRD

Resource ID: SCR_004249

Alternate IDs: biotools:bsrd, OMICS 01533

Alternate URLSs: https://bio.tools/bsrd

Record Creation Time: 20220129T080223+0000

Record Last Update: 20260728T043158+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_004249/resolver
http://kwanlab.bio.cuhk.edu.hk/BSRD/
https://pubmed.ncbi.nlm.nih.gov/23203879

No rating or validation information has been found for BSRD.

No alerts have been found for BSRD.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 29 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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norfloxacin exposure. Royal Society open science, 11(6), 232025.

Lee SM, et al. (2023) Experimental promoter identification of a foodborne pathogen
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