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SET
RRID:SCR_003605
Type: Tool

Proper Citation

SET (RRID:SCR_003605)

Resource Information

URL: http://microarray.ym.edu.tw:8080/tools/module/set/index.jsp?mode=home

Proper Citation: SET (RRID:SCR_003605)

Description: A Java tool to evaluate and visualize the sample discrimination abilities of
gene expression signatures. This tool provides a filtration function for signature
identification and lies between clinical analyses and class prediction (or feature selection)
tools.

Abbreviations: SET

Synonyms: Signature Evaluation Tool, SET - a Java tool to evaluate and visualize the
sample discrimination abilities of gene expression signatures, Signature Evaluation Tool
(SET), SET (Signature Evaluation Tool), SET (Signature Evaluation Tool) - a Java tool to
evaluate and visualize the sample discrimination abilities of gene expression signatures

Resource Type: software application, software resource

Defining Citation: PMID:18221568

Keywords: java, gene expression, gene, discrimination, candidate gene, microarray

Resource Name: SET

Resource ID: SCR_003605

Alternate IDs: OMICS_02294

Record Creation Time: 20220129T080219+0000

Record Last Update: 20260727T040328+0000

Ratings and Alerts

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_003605/resolver
http://microarray.ym.edu.tw:8080/tools/module/set/index.jsp?mode=home
https://pubmed.ncbi.nlm.nih.gov/18221568


No rating or validation information has been found for SET.

No alerts have been found for SET.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We have not found any literature mentions for this resource.

https://scicrunch.org/nidm-terms/rin/sources/SCR_005400

