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Proper Citation

NetPath (RRID:SCR_003567)

Resource Information

URL: http://www.netpath.org/

Proper Citation: NetPath (RRID:SCR_003567)

Description: A manually curated resource of signal transduction pathways in humans. All
pathways are freely available for download in BioPAX level 3.0, PSI-MI version 2.5 and
SBML version 2.1 formats. The slim pathway models representing only core reactions in
each pathway are available at NetSlim. All the NetPath pathway models are also
submitted to WikiPathways., THIS RESOURCE IS NO LONGER IN SERVICE.
Documented on September 16,2025.

Abbreviations: NetPath

Resource Type: database, data or information resource

Defining Citation: PMID:20067622

Keywords: pathway, signal transduction, molecule, physical interaction, gene,
transcriptional regulation, transport, enzyme catalysis, immune, signaling pathway, FASEB
list

Related Condition: Cancer

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: NetPath

Resource ID: SCR_003567

Alternate IDs: nlx_157701, r3d100011009

Alternate URLs: https://doi.org/10.17616/R34G98

Record Creation Time: 20220129T080219+0000

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_003567/resolver
http://www.netpath.org/
https://pubmed.ncbi.nlm.nih.gov/20067622


Record Last Update: 20260725T191130+0000

Ratings and Alerts

No rating or validation information has been found for NetPath.

No alerts have been found for NetPath.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 90 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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