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Proper Citation

ddCt (RRID:SCR_003396)

Resource Information

URL: http://www.bioconductor.org/packages/release/bioc/html/ddCt.html

Proper Citation: ddCt (RRID:SCR_003396)

Description: Software package providing an approximation method to determine relative
gene expression with quantitative real-time PCR (gRT-PCR) experiments. It requires no
standard curve for each primer-target pair, therefore reducing the working load and yet
returning accurate enough results as long as the assumptions of the amplification
efficiency hold. The package implements a pipeline to collect, analyze and visualize qRT-
PCR results, for example those from TagMan SDM software, mainly using the ddCt
method. The pipeline can be either invoked by a script in command-line or through the API
consisting of S4-Classes, methods and functions.

Abbreviations: ddCt

Synonyms: Delta-Delta-Ct

Resource Type: software resource

Keywords: differential expression, gene expression, microtitre plate assay, g-pcr
Availability: Free, Available for download, Freely available

Resource Name: ddCt

Resource ID: SCR_003396

Alternate IDs: OMICS 02312

Record Creation Time: 20220129T080218+0000

Record Last Update: 20260725T190539+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_003396/resolver
http://www.bioconductor.org/packages/release/bioc/html/ddCt.html

No rating or validation information has been found for ddCt.

No alerts have been found for ddCt.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 321 mentions in open access literature.
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